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SHIP-DEFICIENCY TO INCREASE
MEGAKARYOCYTE PROGENITOR
PRODUCTION

STATEMENT OF GOVERNMENT INTEREST

The subject matter of this application has been supported
by research grants from the Leukemia and Lymphoma Soci-
ety of America and the National Institutes of Health under
grant numbers HLLO72523 and CA087989. Accordingly, the
government has certain rights in this invention.

REFERENCE TO RELATED APPLICATIONS

This invention is based on priority document U.S. Provi-
sional Application titled, “Ship-Deficiency to Increase Mega-
karyocyte and Platelet Production,” Application Ser. No.
60/481,677 filed on Nov. 20, 2003.

BACKGROUND OF INVENTION

Platelets are critical for blood clotting. However, in various
human anemias, and in bone marrow transplant patients,
platelets and the megakaryocytes they are derived from can
drop below a critical threshold that is required to maintain
normal clotting. This can require platelet transfusions that are
very expensive and which place the patient at risk for infec-
tion by blood-borne pathogens (e.g. HIV, HepB and C).

Mice that lack expression of a SH2-domain-containing
Inositol 5-Phosphatase (SHIP) gene exhibit increased levels
of both megakaryocyte progenitors and megakaryocytes in
the bone marrow and spleens. In fact, megakaryocytes, the
immediate precursor of platelets, are increased in the periph-
ery of SHIP deficient mice approximately 10-100 fold. There-
fore, methods that inhibit SHIP expression, its enzymatic
activity or its signaling functions could be used in human
patients to temporarily increase megakaryocytes and platelet
numbers during periods when their platelets drop below num-
bers sufficient to promote normal blood clotting. In a similar
way, SHIP expression or activity could be used to increase the
yield of megakaryocytes, megakaryocyte progenitors or
platelets in ex vivo expansion regimens that use human
growth factors.

SUMMARY OF INVENTION

The unexpected observations below provide the basis for
this invention, which is directed to a method of increasing the
yield of megakaryocytes through the inhibition of the SHIP
gene.

Mice that lack expression of a SHIP gene exhibit increased
levels of both megakaryocyte progenitors and megakaryo-
cytes in the bone marrow and spleens. In fact, megakaryo-
cytes, the immediate precursor of platelets, are increased in
the periphery of SHIP deficient mice approximately 10-100
fold. Therefore, methods that inhibit SHIP expression, its
enzymatic activity or its signaling functions could be used in
human patients to temporarily increase megakaryocytes and
platelet numbers during periods when their platelets drop
below numbers sufficient to promote normal blood clotting.
In a similar way, SHIP expression or activity could be used to
increase the yield of megakaryocytes, megakaryocyte pro-
genitors or platelets in ex vivo expansion regimens that use
human growth factors.

In one embodiment, the instant invention discloses a
method ofincreasing the yield of megakaryocytes in a patient,
in vivo, comprising the steps of administering a therapeuti-
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cally effective amount of a substance that inhibits SHIP func-
tion to the patient. The method wherein the function of SHIP
is inhibited using a method chosen from the group consisting
of RNA interference, antisense oligonucleotides, ribozymes,
DNAzymes, nucleic acid modifiers, PNAs, nonstandard
nucleic acids, aptamers, decoys, oligonucleotide based gene
regulation, and dominant/negative mutants.

An alternate embodiment discloses a method of increasing
the yield of megakaryocytes from a patient, ex vivo, compris-
ing the steps of harvesting target cells from a patient and
contacting the target cells with an efficacious amount of a
substance that inhibits SHIP function. The function of SHIP
is inhibited using a method chosen from the group consisting
of RNA interference, antisense oligonucleotides, ribozymes,
DNAzymes, nucleic acid modifiers, PNAs, nonstandard
nucleic acids, aptamers, decoys, oligonucleotide based gene
regulation, and dominant/negative mutants. Target cells are
chosen from the group consisting of megakaryocytes, mega-
karyocyte progenitors, and platelets.

Another embodiment encompasses a method of improving
haematopoietic recovery in a patient in need thereof, in vivo,
comprising the step of administering a therapeutically effec-
tive amount of a substance that inhibits SHIP function to the
patient. SHIP function is inhibited using a method chosen
from the group consisting of RNA interference, antisense
oligonucleotides, ribozymes, DNAzymes, nucleic acid modi-
fiers, PNAs, nonstandard nucleic acids, aptamers, decoys,
oligonucleotide based gene regulation, and dominant/nega-
tive mutants.

Alternatively, a method of improving haematopoietic
recovery in a patient in need thereof, ex vivo, is disclosed
comprising the steps of harvesting target cells from a patient,
contacting the target cells with an efficacious amount of a
substance that inhibits SHIP function, and reinfusing the
expanded target cells into the patient. The target cells are
chosen from the group consisting of megakaryocytes, mega-
karyocyte progenitors, and platelets.

BRIEF DESCRIPTION OF THE DRAWINGS

For a fuller understanding of the nature and objects of the
invention, reference should be made to the following detailed
description, taken in connection with the accompanying
drawings, in which:

FIG. 1. SHIP1-deficiency increases the number of mega-
karyocytes (CD41+ c-kit-) and megakaryocyte progenitors
(CD41+ c-kit+) in the hematopoietic compartment.

FIG. 2. SHIP1-deficiency increases the number of circu-
lating platelets.

FIG. 3. Statistical analysis of increased megakaryocyte
progenitors, megakaryocytes and platelets in SHIP-deficient
(SHIP-/-) mice.

FIG. 4. SHIP1-deficiency increases the frequency of mega-
karyocyte progenitors and megakaryocytes in the hematopoi-
etic compartment.

DETAILED DESCRIPTION OF THE PREFERRED
EMBODIMENT

In the following detailed description of the preferred
embodiments, reference is made to the accompanying draw-
ings, which form a part hereof, and within which are shown
by way of illustration specific embodiments by which the
invention may be practiced. It is to be understood that other
embodiments may be utilized and structural changes may be
made without departing from the scope of the invention.
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The invention is based on a method of modulating mega-
karyocytes, and their progenitors, as a significant leap for-
ward in the treatment of various human anemias. The inven-
tors reasoned that the identification of a novel gene involved
in megakaryocyte production would lead to increased effi-
cacy of current treatments. The clinical potential of such an
approach is significant, as it allows for modulation of a gene
specific determinate of megakaryocyte production.

The studies described below in Example I demonstrate that
SHIP1-deficiency increases the number of megakaryocytes
(CD41+ c-kit-) and megakaryocyte progenitors (CD41+
c-kit+) in the hematopoietic compartment. The study in
Example II establishes that SHIP1-deficiency increases the
number of circulating platelets. Example III demonstrates
statistical analysis of increased megakaryocyte progenitors,
megakaryocytes and platelets in SHIP-deficient (SHIP-/-)
mice. The studies described in Example 4 provide evidence
that SHIP1-deficiency increases the frequency of megakaryo-
cyte progenitors and megakaryocytes in the hematopoietic
compartment.

The term “gene of interest” or “target gene” refers to a
nucleic acid which can be of any origin and isolated from a
genomic DNA, a cDNA, or any DNA encoding a RNA, such
as a genomic RNA, amRNA, an anti-sense RNA, a ribosomal
RNA, aribozyme or a transfer RNA. The gene of interest can
also be an oligonucleotide (i.e., a nucleic acid having a short
size of less than 100 bp). It can be engineered from genomic
DNA to remove all or part of one or more intronic sequences
(i.e., minigene).

In one embodiment, the gene of interest in use in the
present invention, SHIP1 (SEQ. ID. NO. 1), encodes a target
gene product, such as a protein, of therapeutic interest. A gene
product of therapeutic interest, or target gene protein, is one
which has a therapeutic or protective activity when adminis-
tered appropriately to a patient, especially a patient suffering
from a disease or illness condition or who should be protected
against this disease or condition. Such a therapeutic or pro-
tective activity can be correlated to a beneficial effect on the
course of a symptom of said disease or said condition.

In the context of the invention, the gene of interest can be
homologous or heterologous to the host cell into which it is
introduced. Advantageously, it encodes a polypeptide, a
ribozyme or an anti-sense RNA. The term “polypeptide”is to
be understood as any translational product of a polynucle-
otide whatever its size is, and includes polypeptides having as
few as 7 residues (peptides), but more typically proteins. In
addition, it may be from any origin (prokaryotes, lower or
higher eukaryotes, plant, virus etc). It may be a native
polypeptide, a variant, a chimeric polypeptide having no
counterpart in nature or fragments thereof. Advantageously,
the gene of interest in use in the present invention encodes at
least one polypeptide that can compensate for one or more
defective or deficient cellular proteins in an animal or a
human organism, or that acts through toxic effects to limit or
remove harmful cells from the body. A suitable polypeptide
may also be immunity conferring and acts as an antigen to
provoke a humoral or a cellular response, or both.

The inventive method includes modulating the activity of a
cell expressing one or more nucleic acids, operably linked to
a gene of interest. The phrases “nucleic acid” or “nucleic acid
sequence” as used herein refers to an oligonucleotide, nucle-
otide, polynucleotide, or to a fragment of any of these, to
DNA or RNA of genomic or synthetic origin which may be
single-stranded or double-stranded and may represent a sense
or antisense strand, peptide nucleic acid (PNA), or to any
DNA-like or RNA-like material, natural or synthetic in ori-
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gin. As will be understood by those of skill in the art, when the
nucleic acid is RNA, the deoxynucleotides A, G, C,and T are
replaced by ribonucleotides A, G, C, and U, respectively.

In general, the target nucleic acid is DNA. However, inven-
tive methods may employ, for example, samples that contain
DNA, or DNA and RNA, including messenger RNA, wherein
DNA or RNA may be single stranded or double stranded, or
a DNA-RNA hybrid may be included in the sample. A mix-
ture of nucleic acids may also be employed. The specific
nucleic acid sequence to be detected may be a fraction of a
larger molecule or can be present initially as a discrete mol-
ecule, so that the specific sequence constitutes the entire
nucleic acid. It is not necessary that the sequence to be studied
be present initially in a pure form; the nucleic acid may be a
minor fraction of a complex mixture, such as contained in
whole human DNA. The nucleic acid-containing sample used
for determination of the sensitivity of the target cells to radia-
tion therapy may be extracted by a variety of techniques such
as that described by Sambrook, et al. (Molecular Cloning: A
Laboratory Manual, Cold Spring Harbor, N.Y., 1989; incor-
porated in its entirety herein by reference).

Cells expressing the target nucleic acid isolated from a
subject can be obtained in a biological specimen from the
subject. The cells, or nucleic acid, can be isolated from tumor
tissue, brain tissue, cerebrospinal fluid, blood, plasma, serum,
lymph, lymph nodes, spleen, liver, bone marrow, or any other
biological specimen. Tumor tissue, blood, plasma, serum,
lymph, brain tissue, cerebrospinal fluid and bone marrow are
obtained by various medical procedures known to those of
skill in the art.

The inventive methods are useful for producing a clinical
response to treatment of various human anemias, bone mar-
row transplants, or cell proliferative disorders. A cell prolif-
erative disorder as described herein may be a neoplasm. Such
neoplasms are either benign or malignant. The term “neo-
plasm” refers to a new, abnormal growth of cells or a growth
of abnormal cells that reproduce faster than normal. A neo-
plasm creates an unstructured mass (a tumor) which can be
either benign or malignant. The term “benign” refers to a
tumor that is noncancerous, e.g. its cells do not invade sur-
rounding tissues or metastasize to distant sites. The term
“malignant” refers to a tumor that is metastastic, invades
contiguous tissue or no longer under normal cellular growth
control.

As used herein, “a clinical response” is the response of a
subject to modulation of the gene of interest. Criteria for
determining a response to therapy are widely accepted and
enable comparisons of the efficacy alternative treatments (see
Slapak and Kufe, Principles of Cancer Therapy, in Harri-
sons’s Principles of Internal Medicine, 13th edition, eds.
Isselbacher et al., McGraw-Hill, Inc. 1994). A complete
response (or complete remission) is the disappearance of all
detectable malignant disease. A partial response is an
approximately 50 percent decrease in the product of the great-
est perpendicular diameters of one or more lesions. There can
be no increase in size of any lesion or the appearance of new
lesions. Progressive disease means at least an approximately
25 percent increase in the product of the greatest perpendicu-
lar diameter of one lesion or the appearance of new lesions.
The response to treatment is evaluated after the subjects had
completed therapy.

Pharmaceutical Compositions

Target gene proteins, and anti-target gene antibodies, and
modulators of the target gene expression or activity (also
referred to herein as “active compounds™) can be incorpo-
rated into pharmaceutical compositions suitable for adminis-
tration. Such compositions typically comprise the nucleic
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acid molecule, protein, or antibody and a pharmaceutically
acceptable carrier. As used herein the language “pharmaceu-
tically acceptable carrier” is intended to include any and all
solvents, dispersion media, coatings, antibacterial and anti-
fungal agents, isotonic and absorption delaying agents, and
the like, compatible with pharmaceutical administration. The
use of such media and agents for pharmaceutically active
substances is well known in the art. Except insofar as any
conventional media or agent is incompatible with the active
compound, use thereof in the compositions is contemplated.
Supplementary active compounds can also be incorporated
into the compositions.

A pharmaceutical composition of the invention is formu-
lated to be compatible with its intended route of administra-
tion. Examples of routes of administration include parenteral,
e.g., intravenous, intradermal, subcutaneous, oral (e.g., inha-
lation), transdermal (topical), transmucosal, and rectal
administration. Solutions or suspensions used for parenteral,
intradermal, or subcutaneous application can include the fol-
lowing components: a sterile diluent such as water for injec-
tion, saline solution, fixed oils, polyethylene glycols, glycer-
ine, propylene glycol or other synthetic solvents; antibacterial
agents such as benzyl alcohol or methyl parabens; antioxi-
dants such as ascorbic acid or sodium bisulfite; chelating
agents such as ethylenediaminetetraacetic acid; buffers such
as acetates, citrates or phosphates and agents for the adjust-
ment of tonicity such as sodium chloride or dextrose. pH can
be adjusted with acids or bases, such as hydrochloric acid or
sodium hydroxide. The parenteral preparation can be
enclosed in ampoules, disposable syringes or multiple dose
vials made of glass or plastic.

Pharmaceutical compositions suitable for injectable use
include sterile aqueous solutions (where water soluble) or
dispersions and sterile powders for the extemporaneous
preparation of sterile injectable solutions or dispersion. For
intravenous administration, suitable carriers include physi-
ological saline, bacteriostatic water, Cremophor EL, (BASF;
Parsippany, N.J.) or phosphate buffered saline (PBS). In all
cases, the composition must be sterile and should be fluid to
the extent that easy syringability exists. It must be stable
under the conditions of manufacture and storage and must be
preserved against the contaminating action of microorgan-
isms such as bacteria and fungi. The carrier can be a solvent
or dispersion medium containing, for example, water, etha-
nol, polyol (for example, glycerol, propylene glycol, and
liquid polyetheylene glycol, and the like), and suitable mix-
tures thereof. The proper fluidity can be maintained, for
example, by the use of a coating such as lecithin, by the
maintenance of the required particle size in the case of dis-
persion and by the use of surfactants. Prevention of the action
of microorganisms can be achieved by various antibacterial
and antifungal agents, for example, parabens, chlorobutanol,
phenol, ascorbic acid, thimerosal, and the like. In many cases,
it will be preferable to include isotonic agents, for example,
sugars, polyalcohols such as mannitol, sorbitol, sodium chlo-
ride in the composition. Prolonged absorption of the inject-
able compositions can be brought about by including in the
composition an agent which delays absorption, for example,
aluminum monostearate and gelatin.

Sterile injectable solutions can be prepared by incorporat-
ing the active compound in the required amount in an appro-
priate solvent with one or a combination of ingredients enu-
merated above, as required, followed by filtered sterilization.
Generally, dispersions are prepared by incorporating the
active compound into a sterile vehicle which contains a basic
dispersion medium and the required other ingredients from
those enumerated above. In the case of sterile powders for the
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preparation of sterile injectable solutions, the preferred meth-
ods of preparation are vacuum drying and freeze-drying
which yields a powder of the active ingredient plus any addi-
tional desired ingredient from a previously sterile-filtered
solution thereof.

Oral compositions generally include an inert diluent or an
edible carrier. They can be enclosed in gelatin capsules or
compressed into tablets. For the purpose of oral therapeutic
administration, the active compound can be incorporated
with excipients and used in the form of tablets, troches, or
capsules. Oral compositions can also be prepared using a fluid
carrier for use as a mouthwash, wherein the compound in the
fluid carrier is applied orally and swished and expectorated or
swallowed. Pharmaceutically compatible binding agents,
and/or adjuvant materials can be included as part of the com-
position. The tablets, pills, capsules, troches and the like can
contain any of the following ingredients, or compounds of a
similar nature: a binder such as microcrystalline cellulose,
gum tragacanth or gelatin; an excipient such as starch or
lactose, a disintegrating agent such as alginic acid, Primogel,
or corn starch; a lubricant such as magnesium stearate or
Sterotes; a glidant such as colloidal silicon dioxide; a sweet-
ening agent such as sucrose or saccharin; or a flavoring agent
such as peppermint, methyl salicylate, or orange flavoring.
For administration by inhalation, the compounds are deliv-
ered in the form of an aerosol spray from pressured container
or dispenser which contains a suitable propellant, e.g., a gas
such as carbon dioxide, or a nebulizer.

Systemic administration can also be by transmucosal or
transdermal means. For transmucosal or transdermal admin-
istration, penetrants appropriate to the barrier to be permeated
are used in the formulation. Such penetrants are generally
known in the art, and include, for example, for transmucosal
administration, detergents, bile salts, and fusidic acid deriva-
tives. Transmucosal administration can be accomplished
through the use of nasal sprays or suppositories. For trans-
dermal administration, the active compounds are formulated
into ointments, salves, gels, or creams as generally known in
the art.

The compounds can also be prepared in the form of sup-
positories (e.g., with conventional suppository bases such as
cocoa butter and other glycerides) or retention enemas for
rectal delivery.

In one embodiment, the active compounds are prepared with
carriers that will protect the compound against rapid elimi-
nation from the body, such as a controlled release formula-
tion, including implants and microencapsulated delivery sys-
tems. Biodegradable, biocompatible polymers can be used,
such as ethylene vinyl acetate, polyanhydrides, polyglycolic
acid, collagen, polyorthoesters, and polylactic acid. Methods
for preparation of such formulations will be apparent to those
skilled in the art. The materials can also be obtained commer-
cially from Alza Corporation and Nova Pharmaceuticals, Inc.
Liposomal suspensions (including liposomes targeted to
infected cells with monoclonal antibodies to viral antigens)
can also be used as pharmaceutically acceptable carriers.
These can be prepared according to methods known to those
skilled in the art, for example, as described in U.S. Pat. No.
4,522.811.

Itis especially advantageous to formulate oral or parenteral
compositions in dosage unit form for ease of administration
and uniformity of dosage. Dosage unit form as used herein
refers to physically discrete units suited as unitary dosages for
the subject to be treated; each unit containing a predetermined
quantity of active compound calculated to produce the
desired therapeutic effect in association with the required
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pharmaceutical carrier. The specification for the dosage unit
forms of the invention are dictated by and directly dependent
on the unique characteristics of the active compound and the
particular therapeutic effect to be achieved, and the limita-
tions inherent in the art of compounding such an active com-
pound for the treatment of individuals.

The target gene nucleic acid molecules of the invention can
be inserted into vectors and used as gene therapy vectors.
Gene therapy vectors can be delivered to a subject by, for
example, intravenous injection, local administration (see
U.S. Pat. No. 5,328,470) or by stereotactic injection (see e.g.,
Chen etal. (1994) Proc. Natl. Acad. Sci. USA 91:3054-3057).
The pharmaceutical preparation of the gene therapy vector
can include the gene therapy vector in an acceptable diluent,
or can comprise a slow release matrix in which the gene
delivery vehicle is imbedded. Alternatively, where the com-
plete gene delivery vector can be produced intact from recom-
binant cells, e.g. retroviral vectors, the pharmaceutical prepa-
ration can include one or more cells which produce the gene
delivery system.

The pharmaceutical compositions can be included in a
container, pack, or dispenser together with instructions for
administration.

Uses and Methods of the Invention

The target gene nucleic acid molecules, proteins, protein
homologues, and antibodies described herein can be used in
screening assays, predictive medicine (e.g., diagnostic
assays, prognostic assays, monitoring clinical trials, and
pharmacogenomics), and methods of treatment (e.g., thera-
peutic treatment methods and prophylactic treatment meth-
ods).

Screening Assays

The invention provides a method (also referred to herein as
a “screening assay”) for identifying modulators, i.e., candi-
date or test compounds or agents (e.g., peptides, peptidomi-
metics, small molecules or other drugs) which bind to the
target gene proteins or have a stimulatory or inhibitory effect
on, for example, the target gene expression or the target gene
activity. Such identified compounds may be useful for the
modulation of drug resistance. In one embodiment, the inven-
tion provides assays for screening candidate or test com-
pounds which bind to or modulate the activity of the target
gene protein or polypeptide or biologically active portion
thereof. The test compounds of the present invention can be
obtained using any of the numerous approaches in combina-
torial library methods known in the art, including: biological
libraries; natural products libraries; spatially addressable par-
allel solid phase or solution phase libraries; synthetic library
methods requiring deconvolution; the ‘one-bead one-com-
pound’ library method; and synthetic library methods using
affinity chromatography selection. The biological library
approach is limited to peptide libraries, while the other
approaches are applicable to peptide, non-peptide oligomer
or small molecule libraries of compounds (Lam (1997) Anti-
cancer Drug Des. 12:145).

Examples of methods for the synthesis of molecular librar-
ies can be found in the art, for example in: DeWittetal. (1993)
Proc. Natl. Acad. Sci. U.S.A. 90:6909; Erb et al. (1994) Proc.
Natl. Acad. Sci. USA 91:11422; Zuckermann et al. (1994). J.
Med. Chem. 37:2678; Cho et al. (1993) Science 261:1303;
Carrell et al. (1994) Angew. Chem. Int. Ed. Engl. 33:2059;
Carell etal. (1994) Angew. Chem. Int. Ed. Engl. 33:2061; and
Gallop et al. (1994) J. Med. Chem. 37:1233.

Libraries of compounds may be presented in solution (e.g.,
Houghten (1992) Bio/Techniques 13:412-421), or on beads
(Lam (1991) Nature 354:82-84), chips (Fodor (1993) Nature
364:555-556), bacteria (U.S. Pat. No. 5,223,409), spores
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(U.S. Pat. Nos. 5,571,698; 5,403,484; and 5,223,409), plas-
mids (Cull et al. (1992) Proc. Natl. Acad. Sci. USA 89:1865-
1869) or on phage (Scott and Smith (1990) Science 249:386-
390; Devlin (1990) Science 249:404-406; Cwirla et al. (1990)
Proc. Natl. Acad. Sci. 87:6378-6382; and Felici (1991) J.
Mol: Biol. 222:301-310).

In one embodiment, an assay is a cell-based assay in which
a cell which expresses the target gene protein, or a biologi-
cally active portion thereof, is contacted with a test compound
and the ability of the test compound to bind to the target gene
protein determined. The cell, for example, can be a yeast cell
or a cell of mammalian origin. Determining the ability of the
test compound to bind to the target gene protein can be
accomplished, for example, by coupling the test compound
with a radioisotope or enzymatic label such that binding of the
test compound to the target gene protein or biologically active
portion thereof can be determined by detecting the labeled
compound in a complex. For example, test compounds can be
labeled with 125 1, 35 C, 14 C, or 3H, either directly or
indirectly, and the radioisotope detected by direct counting of
radioemmission or by scintillation counting. Alternatively,
test compounds can be enzymatically labeled with, for
example, horseradish peroxidase, alkaline phosphatase, or
luciferase, and the enzymatic label detected by determination
of conversion of an appropriate substrate to product. In a
preferred embodiment, the assay comprises contacting a cell
which expresses the target gene protein, or a biologically
active portion thereof, with a known compound which binds
the target gene to form an assay mixture, contacting the assay
mixture with a test compound, and determining the ability of
the test compound to interact with the target gene protein,
wherein determining the ability of the test compound to inter-
act with the target gene protein comprises determining the
ability of the test compound to preferentially bind to the target
gene or a biologically active portion thereof as compared to
the known compound.

In another embodiment, an assay is a cell-based assay
comprising contacting a cell expressing the target gene pro-
tein, or a Biologically active portion thereof, with a test com-
pound and determining the ability of the test compound to
modulate (e.g., stimulate or inhibit) the activity of the target
gene protein or biologically active portion thereof. Determin-
ing the ability of the test compound to modulate the activity of
the target gene or a biologically active portion thereof can be
accomplished, for example, by determining the ability of the
target gene protein to bind to or interact with the target gene
target molecule. As used herein, a “target molecule” is a
molecule with which the target gene protein binds or interacts
in nature, for example, a molecule in the nucleus or cytoplasm
of'a cell which expresses the target gene protein. The target
gene target molecule can be a non-target gene molecule or the
target gene protein or polypeptide. The target, for example,
can be a second intracellular protein which has catalytic activ-
ity, a protein which naturally binds to the target gene, or a
protein which facilitates the association of DNA with the
target gene.

Determining the ability of the target gene protein to bind to
or interact with the target gene target molecule can be accom-
plished by one of the methods described above for determin-
ing direct binding. In a preferred embodiment, determining
the ability of the target gene protein to bind to or interact with
the target gene target molecule can be accomplished by deter-
mining the activity of the target molecule or detecting a cel-
Iular response, for example, cell survival or cell proliferation
in the presence of a chemotherapeutic drug.

In yet another embodiment, an assay of the present inven-
tion is a cell-free assay comprising contacting the target gene
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protein or biologically active portion thereof with a test com-
pound and determining the ability of the test compound to
bind to the target gene protein or biologically active portion
thereof. Binding of the test compound to the target gene
protein can be determined either directly or indirectly as
described above. In a preferred embodiment, the assay
includes contacting the target gene protein or biologically
active portion thereof with a known compound which binds
the target gene to form an assay mixture, contacting the assay
mixture with a test compound, and determining the ability of
the test compound to interact with the target gene protein,
wherein determining the ability of the test compound to inter-
act with the target gene protein comprises determining the
ability of the test compound to preferentially bind to the target
gene or biologically active portion thereof as compared to the
known compound.

In another embodiment, an assay is a cell-free assay com-
prising contacting the target gene protein or biologically
active portion thereof with a test compound and determining
the ability ofthe test compound to modulate (e.g., stimulate or
inhibit) the activity of the target gene protein or biologically
active portion thereof. Determining the ability of the test
compound to modulate the activity of the target gene can be
accomplished, for example, by determining the ability of the
target gene protein to bind to the target gene target molecule
by one of the methods described above for determining direct
binding. In an alternative embodiment, determining the abil-
ity of the test compound to modulate the activity of the target
gene can be accomplished by determining the ability of the
target gene protein further modulate the target gene target
molecule. For example, the catalytic/enzymatic activity of the
target molecule on an appropriate substrate can be deter-
mined as previously described.

In yet another embodiment, the cell-free assay comprises
contacting the target gene protein or biologically active por-
tion thereof with a known compound which binds the target
gene to form an assay mixture, contacting the assay mixture
with a test compound, and determining the ability of the test
compound to interact with the target gene protein, wherein
determining the ability of the test compound to interact with
the target gene protein comprises determining the ability of
the target gene protein to preferentially bind to or modulate
the activity of the target gene target molecule.

The cell-free assays of the present invention are amenable
to use of both native and variant forms (e.g., peptide frag-
ments and fusion proteins) of the target gene. In the case of
cell-free assays comprising a hydrophobic form of the target
gene, it may be desirable to utilize a solubilizing agent such
that the hydrophobic form of the target gene is maintained in
solution. Examples of such solubilizing agents include non-
ionic detergents such as n-octylglucoside, n-dodecylgluco-
side, n-dodecylmaltoside, octanoyl-N-methylglucamide,
decanoyl-N-methylglucamide, Triton® X-100, Triton®
X-114, Thesit®, Isotridecypoly(ethylene glycol ether)n,
3-[(3-cholamidopropyl)dimethylamminio]-1-propane  sul-
fonate (CHAPS), 3-[(3-cholamidopropyl)dimethylam-
minio]-2-hydroxy-1-propane sulfonate (CHAPSO), or
N-dodecyl=N,N-dimethyl-3-ammonio-1-propane sulfonate.

In more than one embodiment of the above assay methods
of the present invention, it may be desirable to immobilize
either the target gene or its target molecule to facilitate sepa-
ration of complexed from uncomplexed forms of one or both
of' the proteins, as well as to accommodate automation of the
assay. Binding of a test compound to the target gene, or
interaction of the target gene with a target molecule in the
presence and absence of a candidate compound, can be
accomplished in any vessel suitable for containing the reac-
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tants. Examples of such vessels include microtitre plates, test
tubes, and micro-centrifuge tubes. In one embodiment, a
fusion protein can be provided which adds a domain that
allows one or both of the proteins to be bound to a matrix. For
example, glutathione-S-transferase/target gene fusion pro-
teins or glutathione-S-transferase/target fusion proteins can
be adsorbed onto glutathione sepharose beads (Sigma Chemi-
cal; St. Louis, Mo.) or glutathione derivatized microtitre
plates, which are then combined with the test compound or
the test compound and either the non-adsorbed target protein
or the target gene protein, and the mixture incubated under
conditions conducive to complex formation (e.g., at physi-
ological conditions for salt and pH). Following incubation,
the beads or microtitre plate wells are washed to remove any
unbound components, the matrix immobilized in the case of
beads, complex determined either directly or indirectly, for
example, as described above. Alternatively, the complexes
can be dissociated from the matrix, and the level of the target
gene binding or activity determined using standard tech-
niques.

Other techniques for immobilizing proteins on matrices
can also be used in the screening assays of the invention. For
example, either the target gene or its target molecule can be
immobilized utilizing conjugation of biotin and streptavidin.
Biotinylated target gene or target molecules can be prepared
from biotin-NHS (N-hydroxy-succinimide) using techniques
well known in the art (e.g., biotinylation kit, Pierce Chemi-
cals; Rockford, Il1.), and immobilized in the wells of strepta-
vidin-coated 96 well plates (Pierce Chemical). Alternatively,
antibodies reactive with the target gene or target molecules
but which do not interfere with binding of the target gene
protein to its target molecule can be derivatized to the wells of
the plate, and unbound target or the target gene trapped in the
wells by antibody conjugation. Methods for detecting such
complexes, in addition to those described above for the GST-
immobilized complexes, include immunodetection of com-
plexes using antibodies reactive with the target gene or target
molecule, as well as enzyme-linked assays which rely on
detecting an enzymatic activity associated with the target
gene or target molecule.

In another embodiment, modulators of the target gene
expression are identified in a method in which a cell is con-
tacted with a candidate compound and the expression of the
target gene (MRNA or protein, or the copy number of the
target gene) in the cell is determined. The level of expression
of'the target gene in the presence of the candidate compound
is compared to the level of expression of the target gene in the
absence of the candidate compound. The candidate com-
pound can then be identified as a modulator of the target gene
expression based on this comparison. For example, when
expression of the target gene mRNA or protein is greater
(statistically significantly greater) in the presence of the can-
didate compound than in its absence, the candidate compound
is identified as a stimulator of the target gene mRNA or
protein expression. Alternatively, when expression of the tar-
get gene mRNA or protein is less (statistically significantly
less) in the presence of the candidate compound than in its
absence, the candidate compound is identified as an inhibitor
of' the target gene mRNA or protein expression. The level of
the target gene mRNA or protein expression in the cells, or the
number of the target gene copies per cell can be determined
by methods described herein for detecting the target gene
genomic DNA, mRNA, or protein.

Target gene proteins can be used as “bait proteins” in a
two-hybrid assay or three hybrid assay (see, e.g., U.S. Pat.
No. 5,283,317; Zervos et al. (1993) Cell 72:223-232; Madura
et al. (1993) J. Biol. Chem. 268:12046-12054; Bartel et al.
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(1993) Dio/Techniques 14:920-924; Iwabuchi et al. (1993)
Oncogene 8:1693-1696; and W094/10300), to identify other
proteins, which bind to or interact with the target gene (“target
gene-binding proteins” or “target gene-bp”) and modulate the
target gene activity.

The two-hybrid system is based on the modular nature of
most transcription factors, which consist of separable DNA-
binding and activation domains. Briefly, the assay utilizes two
different DNA constructs. In one construct, the gene that
codes for the target gene is fused to a gene encoding the DNA
binding domain of a known transcription factor (e.g., GAL-
4). In the other construct, a DNA sequence, from a library of
DNA sequences, that encodes an unidentified protein (“prey”
or “sample”) is fused to a gene that codes for the activation
domain of the known transcription factor. If the “bait” and the
“prey” proteins are able to interact, in vivo, forming the target
gene-dependent complex, the DNA-binding and activation
domains of the transcription factor are brought into close
proximity. This proximity allows transcription of a reporter
gene (e.g., LacZ) which is operably linked to a transcriptional
regulatory site responsive to the transcription factor. Expres-
sion of the reporter gene can be detected and cell colonies
containing the functional transcription factor can be isolated
and used to obtain the cloned gene which encodes the protein
which interacts with the target gene.

This invention further pertains to novel agents identified by
the above-described screening assays and uses thereof for
treatments as described herein.

Predictive Medicine

The present invention also pertains to the field of predictive
medicine in which diagnostic assays, prognostic assays, phar-
macogenomics, and monitoring clinical trials are used for
prognostic (predictive) purposes to thereby treat an individual
prophylactically. Accordingly, one aspect of the present
invention relates to diagnostic assays for determining the
target gene protein and/or nucleic acid expression as well as
the target gene activity, in the context of a biological sample
(e.g., blood, serum, cells, tissue) to thereby determine
whether an individual is afflicted with a disease or disorder, or
is at risk of developing a disorder, associated with aberrant
target gene expression or activity (e.g., altered drug resis-
tance). The invention also provides for prognostic (or predic-
tive) assays for determining whether an individual is at risk of
developing a disorder associated with the target gene protein,
nucleic acid expression or activity (e.g., altered drug resis-
tance). For example, mutations in the target gene can be
assayed in a biological sample. Such assays can be used for
prognostic or predictive purpose to thereby prophylactically
treat an individual prior to the onset of a disorder character-
ized by or associated with the target gene protein, nucleic acid
expression or activity. For example, because megakaryocyte
production is inhibited where the target gene is expressed at a
higher level in cells than normal, expression of the target gene
can be used as an indicator of diminished megakaryocyte
production.

Another aspect of the invention provides methods for
determining the target gene protein, nucleic acid expression
or the target gene activity in an individual to thereby select
appropriate therapeutic or prophylactic agents for that indi-
vidual (referred to herein as “pharmacogenomics”). Pharma-
cogenomics allows for the selection of agents (e.g., drugs) for
therapeutic or prophylactic treatment of an individual based
on the genotype of the individual (e.g., the genotype of the
individual examined to determine the ability of the individual
to respond to a particular agent).
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Diagnostic Assays

The invention provides a method of assessing expression,
especially undesirable expression, of a cellular target gene.
Undesirable (e.g., excessive) expression may indicate the
presence, persistence or reappearance of reduced megakaryo-
cyte production in an individual’s tissue (e.g. spleen or bone
marrow). More generally, aberrant expression may indicate
the occurrence of a deleterious or disease-associated pheno-
type contributed to by the target gene.

An exemplary method for detecting the presence or
absence of the target gene in a biological sample involves
obtaining a biological sample (preferably from a body site
implicated in a possible diagnosis of diseased or malignant
tissue) from a test subject and contacting the biological
sample with a compound or an agent capable of detecting the
target gene protein or nucleic acid (e.g., mRNA, genomic
DNA) that encodes the target gene protein such that the pres-
ence of the target gene is detected in the biological sample.
The presence and/or relative abundance of the target gene
indicates aberrant or undesirable expression of a cellular the
target gene, and correlates with the occurrence in situ of
reduced megakaryocytes in the periphery.

A preferred agent for detecting the target gene mRNA or
genomic DNA is a labeled nucleic acid probe capable of
hybridizing to the target gene mRNA or genomic DNA. The
nucleic acid probe can be, for example, a full-length the target
gene nucleic acid, or a portion thereof, such as an oligonucle-
otide of at least 15, 30, 50, 100, 250 or 500 nucleotides in
length and sufficient to specifically hybridize under stringent
conditions to the target gene mRNA or genomic DNA. Other
suitable probes for use in the diagnostic assays of the inven-
tion are described herein.

A preferred agent for detecting the target gene protein is an
antibody capable of binding to the target gene protein, pref-
erably an antibody with a detectable label. Antibodies can be
polyclonal, or more preferably, monoclonal. An intact anti-
body, or a fragment thereof (e.g., Fab or F(ab'),) can be used.
The term “labeled”, with regard to the probe or antibody, is
intended to encompass direct labeling of the probe or anti-
body by coupling (i.e., physically linking) a detectable sub-
stance to the probe or antibody, as well as indirect labeling of
the probe or antibody by reactivity with another reagent that
is directly labeled. Examples of indirect labeling include
detection of a primary antibody using a fluorescently labeled
secondary antibody and end-labeling of a DNA probe with
biotin such that it can be detected with fluorescently labeled
streptavidin. The term “biological sample” is intended to
include tissues, cells and biological fluids isolated from a
subject, as well as tissues, cells and fluids present within a
subject. That is, the detection method of the invention can be
used to detect the target gene mRNA, protein, or genomic
DNA in a biological sample in vitro as well as in vivo. For
example, in vitro techniques for detection of the target gene
mRNA include Northern hybridizations and in situ hybrid-
izations. In vitro techniques for detection of the target gene
protein include enzyme linked immunosorbent assays (ELI-
SAs), Western blots, immunoprecipitations and immunofluo-
rescence. In vitro techniques for detection of the target gene
genomic DNA include Southern hybridizations.

In one embodiment, the biological sample contains protein
molecules from the test subject. Alternatively, the biological
sample can contain mRNA molecules from the test subject or
genomic DNA molecules from the test subject. A preferred
biological sample is a peripheral blood leukocyte sample
isolated by conventional means from a subject.

In another embodiment, the methods further involve
obtaining a control biological sample from a control subject,
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contacting the control sample with a compound or agent
capable of detecting the target gene protein, mRNA, or
genomic DNA, such that the presence of the target gene
protein, mRNA or genomic DNA is detected in the biological
sample, and comparing the presence of the target gene pro-
tein, mRNA or genomic DNA in the control sample with the
presence of the target gene protein, mRNA or genomic DNA
in the test sample.

The invention also encompasses kits for detecting the pres-
ence of the target gene in a biological sample (a test sample).
Such kits can be used to determine if a subject is suffering
from or is at increased risk of developing a disorder associ-
ated with aberrant expression of the target gene (e.g., the
presence ofa drug resistance cancer). For example, the kit can
comprise a labeled compound or agent capable of detecting
the target gene protein or mRNA in a biological sample and
means for determining the amount of the target gene in the
sample (e.g., an anti-target gene antibody or an oligonucle-
otide probe which binds to DNA encoding the target gene,
e.g. Kits may also include instruction for observing that the
tested subject is suffering from or is at risk of developing a
disorder associated with aberrant expression of the target
gene if the amount of the target gene protein or mRNA is
above or below a normal level.

For antibody-based kits, the kit may comprise, for
example: (1) a first antibody (e.g., attached to a solid support)
which binds to the target gene protein; and, optionally, (2) a
second, different antibody which binds to the target gene
protein or the first antibody and is conjugated to a detectable
agent.

For oligonucleotide-based kits, the kit may comprise, for
example: (1) a oligonucleotide, e.g., a detectably labelled
oligonucleotide, which hybridizes to the target gene nucleic
acid sequence or (2) a pair of primers useful for amplifying
the target gene nucleic acid molecule;

The kit may also comprise, e.g., a buffering agent, a pre-
servative, or a protein stabilizing agent. The kit may also
comprise components necessary for detecting the detectable
agent (e.g., an enzyme or a substrate). The kit may also
contain a control sample or a series of control samples which
can be assayed and compared to the test sample contained.
Each component of the kit is usually enclosed within an
individual container and all of the various containers are
within a single package along with instructions for observing
whether the tested subject is suffering from or is at risk of
developing a disorder associated with aberrant expression of
the target gene.

Pharmacogenomics

Agents, or modulators which have a stimulatory or inhibi-
tory effect on the target gene activity (e.g., SHIP) as identified
by a screening assay can be administered to individuals to
treat (prophylactically or therapeutically) disorders (e.g.,
anemias) associated with aberrant target gene activity. In
conjunction with such treatment, the pharmacogenomics
(i.e., the study of the relationship between an individual’s
genotype and that individual’s response to a foreign com-
pound or drug) of the individual may be considered. Differ-
ences in metabolism of therapeutics can lead to severe toxic-
ity or therapeutic failure by altering the relation between dose
and blood concentration of the pharmacologically active
drug. Thus, the pharmacogenomics of the individual permits
the selection of effective agents (e.g., drugs) for prophylactic
or therapeutic treatments based on a consideration of the
individual’s genotype. Such pharmacogenomics can further
be used to determine appropriate dosages and therapeutic
regimens. Accordingly, the activity of the target gene protein,
expression of the target gene nucleic acid, or mutation content

10

15

20

25

30

35

40

45

55

60

65

14

of the target genes in an individual can be determined to
thereby select appropriate agent(s) for therapeutic or prophy-
lactic treatment of the individual.

Pharmacogenomics deals with clinically significant
hereditary variations in the response to drugs due to altered
drug disposition and abnormal action in affected persons.
See, e.g., Linder (1997) Clin. Chem. 43(2): 254-266. In gen-
eral, two types of pharmacogenetic conditions can be differ-
entiated. Genetic conditions transmitted as a single factor
altering the way drugs act on the body (altered drug action) or
genetic conditions transmitted as single factors altering the
way the body acts on drugs (altered drug metabolism). These
pharmacogenetic conditions can occur either as rare defects
or as polymorphisms. For example, glucose-6-phosphate
dehydrogenase deficiency (G6PD) is a common inherited
enzymopathy in which the main clinical complication is
haemolysis after ingestion of oxidant drugs (anti-malarials,
sulfonamides, analgesics, nitrofurans) and consumption of
fava beans.

Thus, the activity of the target gene protein, expression of
the target gene nucleic acid, or mutation content of the target
genes in an individual can be determined to thereby select
appropriate agent(s) for therapeutic or prophylactic treatment
of'the individual. In addition, pharmacogenetic studies can be
used to apply genotyping of polymorphic alleles encoding
drug-metabolizing enzymes to the identification of an indi-
vidual’s drug responsiveness phenotype. This knowledge,
when applied to dosing or drug selection, can avoid adverse
reactions or therapeutic failure and thus enhance therapeutic
or prophylactic efficiency when treating a subject with the
target gene modulator, such as a modulator identified by one
of the exemplary screening assays described herein.

Monitoring of Effects During Clinical Trials

Monitoring the influence of agents (e.g., drugs, com-
pounds) on the expression or activity of the target gene (e.g.,
the ability to modulate the SHIP phenotype of a cell) can be
applied not only in basic drug screening, but also in clinical
trials. For example, the effectiveness of an agent determined
by a screening assay to decrease the target gene expression,
protein levels, or downregulate the target gene activity, can be
monitored in clinical trails of subjects exhibiting increased
target gene expression, protein levels, or upregulated target
gene activity.

Alternatively, the effectiveness of an agent determined by a
screening assay to increase the target gene expression, protein
levels, or upregulate target gene activity (e.g., to decrease
megakaryocyte production), can be monitored in clinical tri-
als of compounds designed to increase the target gene expres-
sion, protein levels, or upregulate target gene activity. In such
clinical trials, the expression or activity of the target gene and,
preferably, other genes that have been implicated in, for
example, a cellular proliferation disorder, can be used as a
“read out” or markers of the drug resistance of a particular
cell.

For example, and not by way of limitation, genes, including
the target gene, that are modulated in cells by treatment with
an agent (e.g., compound, drug or small molecule) which
modulates the target gene activity (e.g., identified in a screen-
ing assay) can be identified. Thus, to study the effect of agents
on cellular proliferation disorders, for example, in a clinical
trial, cells can be isolated and RNA prepared and analyzed for
the levels of expression of the target gene and other genes
implicated in the disorder. The levels of gene expression (i.e.,
a gene expression pattern) can be quantified by Northern blot
analysis or RT-PCR, or as is otherwise known in the art, or
alternatively by measuring the amount of protein produced,
by one of the methods as described herein, or by measuring
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the levels of activity of the target gene or other genes. In this
way, the gene expression pattern can serve as a marker,
indicative of the physiological response of the cells to the
agent. Accordingly, this response state may be determined
before, and at various points during, treatment of the indi-
vidual with the agent.

In a preferred embodiment, the present invention provides
a method for monitoring the effectiveness of treatment of a
subject with an agent (e.g., an agonist, antagonist, peptido-
mimetic, protein, peptide, nucleic acid, small molecule, or
other drug candidate identified by the screening assays
described herein) comprising the steps of (i) obtaining a pre-
administration sample from a subject prior to administration
of'the agent; (ii) detecting the level of expression of the target
gene protein, mRNA, or genomic DNA in the preadministra-
tion sample; (iii) obtaining one or more post-administration
samples from the subject; (iv) detecting the level of expres-
sion or activity of the target gene protein, mRNA, or genomic
DNA in the post-administration samples; (v) comparing the
level of expression or activity of the target gene protein,
mRNA, or genomic DNA in the pre-administration sample
with the target gene protein, mRNA, or genomic DNA in the
post administration sample or samples; and (vi) altering the
administration of the agent to the subject accordingly. For
example, increased administration of the agent may be desir-
able to decrease the expression or activity of the target gene to
lower levels than detected, i.e., to increase the effectiveness of
the agent.

Methods of Treatment

The present invention provides for both prophylactic and
therapeutic methods of treating a subject at risk of (or sus-
ceptible to) a disorder or having a disorder associated with
aberrant target gene expression or activity. Such disorders
include various human anemias and those in need of bone
marrow transplants.

Prophylactic Methods

In one aspect, the invention provides a method for prevent-
ing in a subject, a disease or condition associated with an
aberrant target gene expression or activity (e.g., the develop-
ment of drug resistance), by administering to the subject an
agent which modulates the target gene expression. Subjects at
risk for a condition which is caused or contributed to by
aberrant target gene expression or activity can be identified
by, for example, any or a combination of diagnostic or prog-
nostic assays as is known in the art. Administration of a
prophylactic agent can occur prior to the manifestation of
symptoms characteristic of target gene aberrancy, such that a
disease or disorder is prevented or, alternatively, delayed in its
progression. For example, administration of a prophylatic
agent to a patient in need of a bone marrow transplant may
prevent or delay the development of platelet production drop-
ping below a critical threshold. Depending on the type of the
target gene aberrancy, for example, the target gene agonist or
the target gene antagonist agent can be used for treating the
subject. The appropriate agent can be determined based on
screening assays described herein.

Therapeutic Methods

Another aspect of the invention pertains to methods of
modulating the target gene expression or activity for thera-
peutic purposes. For example, the effectiveness of a bone
marrow transplant is “potentiated” (enhanced) by increasing
megakaryocyte production. The modulation of expression of
the target gene disclosed in the method of the invention
involves contacting a cell with an agent that modulates one or
more of the activities of the target gene protein activity asso-
ciated with the cell. An agent that modulates the target gene
protein activity can be an agent as described herein, such as a
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nucleic acid or a protein, a naturally-occurring cognate ligand
of the target gene protein, a peptide, the target gene peptido-
mimetic, or other small molecule. In one embodiment, the
agent stimulates one or more of the biological activities of the
target gene protein. Examples of such stimulatory agents
include active the target gene protein and a nucleic acid mol-
ecule encoding the target gene that has been introduced into
the cell. In another embodiment, the agent inhibits one or
more of the biological activities of the target gene protein.
Examples of such inhibitory agents include antisense target
gene nucleic acid molecules and anti-target gene antibodies.
These modulatory methods can be performed in vitro (e.g., by
culturing the cell with the agent) or, alternatively, in vivo (e.g,
by administering the agent to a subject). As such, the present
invention provides methods of treating an individual afflicted
with a disease or disorder characterized by aberrant expres-
sion or activity of the target gene protein or nucleic acid
molecule. In one embodiment, the method involves adminis-
tering an agent, or combination of agents that modulates (e.g.,
upregulates or downregulates) the target gene expression or
activity. In another embodiment, the method involves admin-
istering the target gene protein or nucleic acid molecule as
therapy to compensate for reduced or aberrant target gene
expression or activity.

For example, in one embodiment, the method involves
administering a desired drug to an individual with a cell
population expressing relatively high target gene levels, and
coadministering an inhibitor of the target gene expression or
activity. The administration and coadministration steps can
be carried out concurrently or in any order, and can be sepa-
rated by a time interval sufficient to allow uptake of either
compound by the cells to be eradicated. For example, an
antisense pharmaceutical composition (or a cocktail compo-
sition comprising an the target gene antisense oligonucleotide
in combination with one or more other antisense oligonucle-
otides) can be administered to the individual sufficiently in
advance of administration of the drug to allow the antisense
composition to permeate the individual’s tissues, especially
tissue comprising the transformed cells to be eradicated; to be
internalized by transformed cells; and to disrupt the target
gene expression and/or protein production.

Inhibition of the target gene activity is desirable in situa-
tions in which the target gene is abnormally upregulated
and/or in which decreased target gene activity is likely to have
a beneficial effect, e.g., increasing megakaryocyte production
in the tissue of patient. Conversely, stimulation of the target
gene activity is desirable in situations in which the target gene
is abnormally downregulated and/or in which increased the
target gene activity is likely to have a beneficial effect, e.g., in
decreasing megakaryocyte production.

This invention is further illustrated by the following
examples which should not be construed as limiting. The
contents of all references, patents and published patent appli-
cations cited throughout this application are hereby incorpo-
rated by reference.

Example |

As shown in FIG. 1, SHIP1-deficiency increases the num-
ber of megakaryocytes (CD41 +c-kit-) and megakaryocyte
progenitors (CD41 +c-kit+) in the hematopoietic compart-
ment. Bone marrow, spleen and blood cells were stained for
CDA41, c-kit and a Lin panel (CD3, CD4, CD8, B220, Macl,
Grl, Terr119). CD41 versus c-kit contour plots are shown
after gating on Lin- cells in the indicated tissue. Increases in
megakaryocyte progenitors (CD41 +c-kit+) are evident in the
bone marrow and spleen of the SHIP-deficient animal.
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Increased numbers of megakaryocytes (CD41 +c-kit-) are
found in the spleen and blood of the SHIP-deficient animal.
Multiple SHIP1-/- and WT littermates were analyzed and
the statistical significance of these increases is shown in FIG.
3.

Example 11

Referring now to FIG. 2, SHIP1-deficiency increases the
number of circulating platelets. Fluorescence-Activated Cell
Sorter (FACS) analysis of peripheral blood cells stained with
anti-CD41 (megakaryocyte/platelet marker) from SHIP1-de-
ficient (SHIP—/-) (A) and normal (SHIP+/+) (B) mice. A, B.
Platelets were initially quantitated based on their size (small
forward and obtuse light scattering cells indicated by blue
gates in A and B). C. The platelet identity of these small light
scatter cells was confirmed by their expression of the CD41
marker.

Example 111

Statistical analysis of increased megakaryocyte progeni-
tors, megakaryocytes and platelets in SHIP-deficient
(SHIP-/-) mice are depicted in FIG. 3. A, B. Absolute num-
bers of megakaryocyte progenitors as defined by CD41
+c-kit+ expression (see FIG. 1) were significantly increased
in sites of primary (bone marrow, BM) and extramedullary
(spleen) sites of hematopoiesis in SHIP1-deficient mice as
compared to normal mice (WT). C, D. Absolute megakaryo-
cyte numbers are increased in peripheral hematopoietic tis-
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sues (spleen and blood) of SHIP1-deficient mice (see FIG. 1).
E. Platelet numbers are increased in the blood of SHIP1-
deficient mice relative to normal mice (see FIG. 2). All p-val-
ues were determined by a two-tailed Students’ T-test. A
p-value of less than 0.05 indicates the increased numbers for
the above cell populations in SHIP-deficient mice (SHIP-/-)
are highly significant as compared to normal mice.

Example IV

FIG. 4 shows SHIP1-deficiency increases the frequency of
megakaryocyte progenitors and megakaryocytes in the
hematopoietic compartment [BM and blood (see FIG. 3)]. All
p values were determined by a two-tailed Students’ T-test. A
p-value of less than 0.05 indicates the increased numbers for
the above cell populations in SHIP-deficient mice (SHIP-/-)
are highly significant as compared to normal WT littermates.

It will be seen that the objects set forth above, and those
made apparent from the foregoing description, are efficiently
attained and since certain changes may be made in the above
construction without departing from the scope of the inven-
tion, it is intended that all matters contained in the foregoing
description or shown in the accompanying drawings shall be
interpreted as illustrative and not in a limiting sense.

It is also to be understood that the following claims are
intended to cover all of the generic and specific features of the
invention herein described, and all statements of the scope of
the invention which, as a matter of language, might be the to
fall therebetween. Now that the invention has been described,

SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 1

<210> SEQ ID NO 1

<211> LENGTH: 4870

<212> TYPE: DNA

<213> ORGANISM: Human

<400> SEQUENCE: 1

gtggagggge ctecgetece cteggtggtyg tgtgggtect gggggtgect geeggeccag 60
ccgaggagge ccacgeccac catggtcece tgetggaacce atggcaacat cacccgcetcee 120
aaggcggagyg agctgettte caggacagge aagggcacga gettcectegt gegtgecage 180
gagtccatct ccegggcata cgegetetge gtgetgtate ggaattgegt ttacacttac 240
agaattctge ccaatgaaga tgataaattc actgttcagg catccgaagg cgtctccatg 300
aggttctteca ccaagetgga ccagctcate gagttttaca agaaggaaaa catggggcetyg 360
gtgacccatce tgcaataccce tgtgeccgetyg gaggaagagg acacaggega cgaccctgag 420
gaggacacag tagaaagtgt cgtgtcteca cccgagetge ccccaagaaa catcecgetg 480
actgccaget cctgtgagge caaggaggtt cctttttcaa acgagaatce ccgagcgace 540
gagaccagcce ggccgagect ctccgagaca ttgttecage gactgcaaag catggacacce 600
agtgggctte cagaagagca tcttaaggece atccaagatt atttaagcac tcagctcgece 660
caggactctyg aatttgtgaa gacagggtce agcagtctte ctcacctgaa gaaactgace 720
acactgctet gecaaggaget ctatggagaa gtcatcegga cectcccate cctggagtet 780
ctgcagaggt tatttgacca geagetctcee ccgggectece gtccacgtcee tcaggttect 840
ggtgaggcca atcccatcaa catggtgtece aagctcagec aactgacaag cctgttgtca 900
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tccattgaag acaaggtcaa ggccttgetg cacgagggte ctgagtctece gcaccggece 960
tcecttatee ctceccagtcac ctttgaggtg aaggcagagt ctctggggat tectcagaaa 1020
atgcagctca aagtcgacgt tgagtctggg aaactgatca ttaagaagtc caaggatggt 1080
tctgaggaca agttctacag ccacaagaaa atcctgcagce tcattaagtc acagaaattt 1140
ctgaataagt tggtgatctt ggtggaaaca gagaaggaga agatcctgcg gaaggaatat 1200
gtttttgectyg actccaaaaa gagagaaggc ttctgccage tcectgcagca gatgaagaac 1260
aagcactcag agcagccgga gcccgacatg atcaccatcet tcatcggcac ctggaacatg 1320
ggtaacgcecc cccectecccaa gaagatcacg tectggttte tetccaaggg gcagggaaag 1380
acgcgggacg actctgcgga ctacatccce catgacattt acgtgatcgg cacccaagag 1440
gacccectga gtgagaagga gtggetggag atcctcaaac actccctgca agaaatcacce 1500
agtgtgactt ttaaaacagt cgccatccac acgctctgga acatccgcat cgtggtgetg 1560
gccaagectyg agcacgagaa ccggatcage cacatctgta ctgacaacgt gaagacaggce 1620
attgcaaaca cactggggaa caagggagcc gtgggggtgt cgttcatgtt caatggaacc 1680
tcettagggt tecgtcaacag ccacttgact tcaggaagtg aaaagaaact caggcgaaac 1740
caaaactata tgaacattct ccggttectg gcectgggeg acaagaagct gagtccecttt 1800
aacatcactc accgcttcac gcacctectte tggtttgggg atcttaacta ccgtgtggat 1860
ctgcctacct gggaggcaga aaccatcatc cagaaaatca agcagcagca gtacgcagac 1920
ctecctgtece acgaccagcet gctcacagag aggagggagce agaaggtctt cctacacttce 1980
gaggaggaag aaatcacgtt tgccccaacc taccgttttg agagactgac tcgggacaaa 2040
tacgcctaca ccaagcagaa agcgacaggg atgaagtaca acttgecctte ctggtgtgac 2100
cgagtcecctet ggaagtctta teccecctggtg cacgtggtgt gtcagtctta tggcagtacce 2160
agcgacatca tgacgagtga ccacagccct gtectttgeca catttgagge aggagtcact 2220
tcecagtttg tectccaagaa cggtcecceccggg actgttgaca gccaaggaca gattgagttt 2280
ctcaggtgct atgccacatt gaagaccaag tcccagacca aattctacct ggagttccac 2340
tcgagetget tggagagttt tgtcaagagt caggaaggag aaaatgaaga aggaagtgag 2400
ggggagctgg tggtgaagtt tggtgagact cttccaaagc tgaagcccat tatctctgac 2460
cctgagtacce tgctagacca gcacatcctce atcagcatca agtcctctga cagcgacgaa 2520
tcetatggeg agggctgcat tgcccttcecgg ttagaggcca cagaaacgca gctgceccatce 2580
tacacgcctce tcacccacca tggggagttg acaggccact tccaggggga gatcaagcetg 2640
cagacctctce agggcaagac gagggagaag ctctatgact ttgtgaagac ggagcgtgat 2700
gaatccagtyg ggccaaagac cctgaagagc ctcaccagec acgaccccat gaagcagtgg 2760
gaagtcacta gcagggccce tcegtgcagt ggctccagca tcactgaaat catcaacccce 2820
aactacatgg gagtggggcc ctttgggcca ccaatgcccce tgcacgtgaa gcagaccttg 2880
tcecectgace agcageccac agectggage tacgaccage cgceccaagga ctcccecgetg 2940
gggecctgea ggggagaaag tcctecgaca ccteceggee agecgeccat atcacccaag 3000
aagtttttac cctcaacagc aaaccggggt ctcececctcecca ggacacagga gtcaaggecce 3060
agtgacctgg ggaagaacgc aggggacacg ctgcctcagyg aggacctgece gctgacgaag 3120
ccecgagatgt ttgagaaccce cctgtatggg tcectgagtt cctteccataa gectgctece 3180
aggaaggacc aggaatcccce caaaatgccg cggaaggaac ccccgecctyg cccggaacce 3240
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ggcatcttgt cgcccagcat cgtgctcacce aaagcccagg aggctgateyg cggegagggyg

cceggoaage aggtgeccge gecccggetyg cgetecttea cgtgetcate ctetgecgag

ggcagggegyg ccggegggga caagagccaa gggaagccca agacccecggt cagetcccag

gecceggtge cggccaagag geccatcaag ccttccagat cggaaatcaa ccagecagacce

cecgoccaccee cgacgecgeg gecgeogetyg ccagtcaaga geceggeggt getgcaccte

cagcactcca agggccgega ctaccgegac aacaccgage tecegeatca cggcaagcac

cggecggagyg aggggecace agggecteta ggcaggactg ccatgecagtyg aagccectcag

tgagctgeca ctgagteggg agcccagagg aacggegtga agccactgga ccecteteceg

ggacctectyg ctggetecte ctgeccaget tectatgcaa ggetttgtgt tttcaggaaa

gggcctaget tetgtgtgge ccacagagtt cactgectgt gagacttage accaagtget

gaggctggaa gaaaaacgca caccagacgg gcaacaaaca gtctgggtece ccageteget

cttggtactt gggaccccag tgectegttyg agggegecat tetgaagaaa ggaactgcag

cgccgatttyg agggtggaga tatagataat aataatatta ataataataa tggccacatg

gatcgaacac tcatgatgtg ccaagtgctyg tgctaagtge tttacgaaca ttegtcatat

caggatgacc tcgagagetg aggctctage cacctaaaac cacgtgccca aacccaccag

tttaaaacgg tgtgtgttceg gaggggtgaa agcattaaga agcccagtge cctcectggag

tgagacaagg gctcggectt aaggagctga agagtctggg tagettgttt agggtacaag

aagcctgtte tgtccagett cagtgacaca agetgettta getaaagtcee cgegggttece

ggcatggcta ggctgagage agggatctac ctggettcete agttetttgg ttggaaggag

caggaaatca gctectatte tccagtggag agatctggec tcagettggg ctagagatge

caaggcctgt gecaggttee ctgtgeccte ctegaggtgg geagecatca ccagcecacag

ttaagccaag ccccccaaca tgtattecat cgtgetggta gaagagtett tgetgttget

cccgaaagece gtgcteteca tectggetge cagggagggt gggectettyg gttecagget

cttgaaatag tgcagecttt tettectate tetgtggett tcaactcetge ttecttggtt

attaagagaa tagatgggtg atgtctttece ttatgttget ttttcaacat agcagaatta

atgttgggag ctaaatccac tggtgtgtgt gaatgcagaa gggaatgcac cccaccttece

catgaatgaa gtctgegtac caataaattg tgecttetec tccaaaaaaa aaaaaaaaaa

ataaaaaaaa
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What is claimed is:

1. A method of increasing the yield of megakaryocyte
progenitors from a human patient, ex vivo, comprising the
steps of:

harvesting target cells comprising megakaryocyte progeni-

tors from a patient;

inhibiting SH2-domain-containing inositol 5'-phosphatase

(SHIP) expression in the megakaryocyte progenitors
using RNA interference; and contacting the megakaryo-

50 cyte progenitors with cellular growth factors, wherein
the number of megakaryocyte progenitors is thereby
increased.

2. The method of claim 1, wherein the method further
comprises the step of reinfusing the megakaryocyte progeni-

55 tors into the patient after the contacting step.

3. The method of claim 1, wherein the cellular growth
factors are human cellular growth factors.

#* #* #* #* #*



UNITED STATES PATENT AND TRADEMARK OFFICE
CERTIFICATE OF CORRECTION

PATENT NO. : 7,807,646 Bl Page 1 of 1
APPLICATION NO. : 10/904667

DATED : October 5, 2010

INVENTORC(S) : William G. Kerr, Caroline Desponts and Lia Elena Perez

It is certified that error appears in the above-identified patent and that said Letters Patent is hereby corrected as shown below:

Column 1

Lines 7-10, “The subject matter of this application has been supported by research grants
from the Leukemia and Lymphoma Society of America and the National Institutes of
Health under grant numbers HL072523 and CA087989.” should read

-- This invention was made with government support under grant numbers HL.LO72523

and CA087989 awarded by the Leukemia and Lymphoma Society of America and the
National Institutes of Health.--.

Line 10, “Accordingly, the” should read --The--.

Line 11, “this invention.” should read --the invention.--.

Column 16

Line 6, “include active the target gene protein” should read --include the target gene protein--.
Line 7, “target gene that™ should read --target gene protein that--.

Line 34, “comprising an the”” should read --comprising the--.

Line 46, “tissue of patient” should read --tissue of a patient--.

Signed and Sealed this

David J. Kappos
Director of the United States Patent and Trademark Office



	SHIP-deficiency to increase megakaryocyte progenitor production
	Recommended Citation

	US000007807646X620110111

